Figure 4: Sequence of Ad5/fibl6 chimeric fiber 

ATGAAGCGCGCAAGACCGTCTGAAGATACCTTCAACCCCGTGTATCCATATGAAGATGAAAGCAGCr 
CACAACACCCCTTTATAAACCCTGGTTTCATTTCCTCAAATGGTTTTGCACAAAGCCCAGATGGAGr 
TCTAACTCTTAAATGTGTTAATCCACTCACTACCGCCAGCGGACCCCTCCAACTTAAAGTTGGAAGC 
AGTCTTACAGTAGATACTATCGATGGGTCTTTGGAGGAAAATATAACTGCCGAAGCGCCACTCACTA 
AAACTAACCACTCCATAGGTTTATTAATAGGATCTGGCTTGCAAACAAAGGATGATAAACTTTGTT'T 
ATCGCTGGGAGATGGGTTGGTAACAAAGGATGATAAACTATGTTTATCGCTGGGAGATGGGTTAATA 
ACAAAAAATGATGTACTATGTGCCAAACTAGGACATGGCCTTGTGTTTGACTCTTCCAATGCTATCA 
CCATAGAAAACAACACCTTGTGGACAGGCGCAAAACCAAGCGCCAACTGTGTAATTAAAGAGGGAGA 
AGATTCCCCAGACTGTAAGCTCACTTTAGTTCTAGTGAAGAATGGAGGACTGATAAATGGATACATA 
ACATTAATGGGAGCCTCAGAATATACTAACACCTTGTTTAAAAACAATCAAGTTACAATCGATGTAA 
ACCTCGCATTTGATAATACTGGCCAAATTATTACTTACCTATCATCCCTTAAAAGTAACCTGAACTT? 
TAAAGACAACCAAAACATGGCTACTGGAACCATAACCAGTGCCAAAGGCTTCATGCCCAGCACCACC 
GCCTATCCATTTATAACATACGCCACTGAGACCCTAAATGAAGATTACATTTATGGAGAGTGTTACT 
ACAAATCTACCAATGGAACTCTCTTTCCACTAAAAGTTACTGTCACACTAAACAGACGTATGTTAGC 
TTCTGGAATGGCCTATGCTATGAATTTTTCATGGTCTCTAAATGCAGAGGAAGCCCCGGAAACTACC 
GAAGTCACTCTCATTACCTCCCCCTTCTTTTTTTCTTATATCAGAGAAGATGACTGAATGCATTAG 

(SEQIDNO:32) : 
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" iTrGC- CAAACGAGCTCGGCTA A GC_AG_CT C C T T C A A T C C G G T C T A C C C C T Fiber 16 Gaibank (SEQ ID NO:33) 
1 A T gSIm cH a gEcI C gH C A[rZGXEa C C T T C A aS C CS G T aE C CH T Ad5/16 Fiter rm (SEQ ID NO:38) 
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ATGAAGATGAAAGCAGCTCACAACACCCCTTTATAAACCCTGGTTTCATT Filler 16 Genbaric 
ATGAAGATGAAAGCAGCTCACAACACCCCTTTATAAACCCTGGTTTCATT M5/16 Fiter 
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Fiber 16 Genbank 



Fiber 16 Genbaoik 
Ad5/16 Fiber ENA 



Decoratic3n 'Decoration #1' : Box residues that differ from Fiber 16 Genbank. 
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FIGURE 7B 

Alignment Report of alignment.prot, using Clusta! method with PAI\/I250 residue weight table. Page 1 

Wednesday, March 31, 1999 ^6:^9 

M A K R A R L S S^S FNPVYPYEDESSSQHPFIN genbank FiiDer 16 (SEQ ID NO:35) 
1 mQ K R a rH s Ie D t1 FNPVYPYEDESSSQHPFIN chimeric Ad5/Fibl6 (SEQ ID NO:34) 

30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG genbank FilDer 16 
30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG chimeric Ad5/Fibl6 

60 PLQLKVGSSLTVDTIDGSLEENITAAAPLT genbank Fiber 16 
60 PLQLKVGSSLTVDTIDGSLEENITAAAPLT chiineric Ad5/Fibl6 

90 KTNHSIGLLIGSGLQTKDDKLCLSLGDGLV genbank Fiber 16 
90 KTNHSIGLLIGSGLQTKDDKLCLSLGDGLV chimeric Ad5/Fibl6 

120 TKDDKLCLSLGDGLITKNDVLCAKLGHGLV genbank Fiber 16 
120 TKDDKLCLSLGDGLITKNDVLCAKLGHGLV chiineric Ad5/Fibl6 

150 FDSSNAITIENNTLWTGAKPSANCVIKEGE genbank Fiber 16 
150 FDSSNAITIENNTLWTGAKPSA N C V I K E G E chiineric Ad5/Fibl6 

180 DSPDCKLTLVLVKNGGLINGYITLMGASEY genbank Fiber 16 
180 DSPDCKLTLVLVKNGGLINGYITLMGASEY chimeric Ad5/Fibl6 

210 TNTLFKNNQVTIDVNLAFDNTGQIITYLSS genbank Fiber 16 
210 TNTLFKNNQVTIDVNLAFDNTGQI ITYLSS chipieric Ad5/Fibl6 

240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA genbank Fiber 16 
240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA chimeric Ad5/Fibl6 

270 YPFITYATETLNEDYIYGECYYKSTNGTLF genbank Fiber 16 
270 YPFITYATETLNEDYIYGECYYKSTNGTLF chimeric Ad5/Fibl6 

300 PLKVTVTLNRRMLASGMAYAMNFSWSLNAE genbank Fiber 16 
300 PLKVTVTLNRRMLASGMAYAMNFSWSLNAE chiineric Ad5/Fibl6 

330 EAPETTEVTLITSPFFFSYIREDD genbank Fiber 16 

330 EAPETTEVTLITSPFFFSYIREDD chimeric Ad5/Fibl6 

Decoration 'Decoraticn #1' : Box resicSues that differ frcm genbank Fiber 16 . 
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Figure 4: Sequence of Ad5/fibl6 chimeric fiber 



ATGAAGCGCGCAAGACCGTCTGAAGATACCTTCAACCCCGTGTATCCATATGAAGATGAAAGCAGCT 
CACAACACCCCTTTATAAACCCTGGTTTCATTTCCTCAAATGGTTTTGCACAAAGCCCAGATGGAGT 
TCTAACTCTTAAATGTGTTAATCCACTCACTACCGCCAGCGGACCCCTCCAACTTAAAGTTGGAAGC 
AGTCTTACAGTAGATACTATCGATGGGTCTTTGGAGGAAAATATAACTGCCGAAGCGCCACTCACTA 
AAACTAACCACTCCATAGGTTTATTAATAGGATCTGGCTTGCAAACAAAGGATGATAAACTTTGTTT 
ATCGCTGGGAGATGGGTTGGTAACAAAGGATGATAAACTATGTTTATCGCTGGGAGATGGGTTAATA 
ACAAAAAATGATGTACTATGTGCCAAACTAGGACATGGCCTTGTGTTTGACTCTTCCAATGCTATCA 
CCATAGAAAACAACACCTTGTGGACAGGCGCAAAACCAAGCGCCAACTGTGTAATTAAAGAGGGAGA 
AGATTCCCCAGACTGTAAGCTCACTTTAGTTCTAGTGAAGAATGGAGGACTGATAAATGGATACATA 
ACATTAATGGGAGCCTCAGAATATACTAACACCTTGTTTAAAAACAATCAAGTTACAATCGATGTAA 
ACCTCGCATTTGATAATACTGGCCAAATTATTACTTACCTATCATCCCTTAAAAGTAACCTGAACTT 
TAAAGACAACCAAAACATGGCTACTGGAACCATAACCAGTGCCAAAGGCTTCATGCCCAGCACCACC 
GCCTATCCATTTATAACATACGCCACTGAGACCCTAAATGAAGATTACATTTATGGAGAGTGTTACT 
ACAAATCTACCAATGGAACTCTCTTTCCACTAAAAGTTACTGTCACACTAAACAGACGTATGTTAGC 
TTCTGGAATGGCCTATGCTATGAATTTTTCATGGTCTCTAAATGCAGAGGAAGCCCCGGAAACTACC 
GAAGTCACTCTCATTACCTCCCCCTTCTTTTTTTCTTATATCAGAGAAGATGACTGAATGCATTAG 
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• ' FIGURE 7 A 

Alignment Report of alignment. DN A, using Clustal method with Weighted residue weight table. 

Wednesday. March 31, 1999 16:13 ^_ 

1 AT G G C - C A A A CGAGCTCGGCTA A G C A G C T C C T 1 

1 AT g Ia A gI c Ig C Gl cfAlA g Ia Ci C gH C tIgIa Ia - G A T a1 C C T 1 
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1050 AGAAGATGACTGA Fiber 16 Genbank 

1050 AGAAGATGACTGAATGCATTAGTTTGTGTTATGTTTCAACGTGTTTATTT Ad5/16 Fiber ENA 

1062 Fiber 16 Genbank 

1100 T C A A T T G Ad5/16 Fiber ENA 

Decoraticn 'Decoration #1' : Box resic3ues t±Lat differ frcm Fiber 16 Genbank. 
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FIGURE 7B . ^ 

Alignment Report of alignment.prot, using Clustal method with PAM250 residue weight table. Page 1 

. Wednesday, March 31, 1999 16:19 

1 MAKRARL S sP]s FNPVYPYEDESSSQHPFIN genbank Fiber 16 ( ^ 
1 mQ K R a r[p1 s Ie D t1 FNPVYPYEDESSSQHPFIM chimeric Ad5/Fibl6 ( ^^CQ 

30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG genbank Fiber 16 
30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG chimeric Ad5/Fibl6 

60 PLQLKVGSSLTVDTIDGSLEENITAAAPLT genbank Fiber 16 
60 PLQLKVGSSLTVDTIDGSLEENITAAAPLT chimeric Ad5/Fibl6 

90 KTNHSIGLLIGSGLQTKDDKLCLSLGDGLV genbank Fiber 16 
90 KTNHSIGLLIGSGLQTKDDKLCLSLGDGLV chimeric Ad5/Fibl6 

120 TKDDKLCLSLGDGL ITKNDVLCAKLGHGLV genbank Fiber 16 
120 TKDDKLCLSLGDGLITKNDVLCAKLGHGLV chimeric Ad5/Fibl6 

150 FDSSNAITIENNTLWTGAKPSANCVIKEGE genbank Fiber 16 
150 FDSSNAITIENNTLWTGAKPSANCVIKEGE chimeric Ad5/Fibl6 

180 DSPDCKLTLVLVKNGGLINGYITLMGASEY genbank Fiber 16 
180 DSPDCKLTLVLVKNGGLINGYITLMGASEY chimeric Ad5/Fibl6 

210 TNTLFKNNQVTIDVNLAFDNTGQIITYLSS genbank Fiber 16 
210 TNTLFKNNQVTIDVNLAFDNTGQIITYLSS chimeric Ad5/Fibl6 

240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA genbank Fiber 16 
240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA chimeric Ad5/Fibl6 

270 YPFITYATETLNEDYIYGECYYKSTNGTLF genbank Fiber 16 
270 YPFITYATETLNEDYIYGECYYKSTNGTLF chimeric Ad5/Fibl6 

300 PLKVTVTLNRRMLASGMAYAMNFSWSLNAE genbank Fiber 16 
300 PLKVTVTLNRRMLASGMAYAMNFSWSLNAE chimeric Ad5/Fibl6 

330 EAPETTEVTLITSPFFFSYIREDD genbank Fiber 16 

330 EAPETTEVTLITSPFFFSYIREDD chimeric Ad5/Fibl6 

Decoration 'Decoration #1' : Box residues that differ frcm genbank Fiber 16 . 



JUL 2 9 2002 
TECh wfeNTIPJ6OQ/29O0 



